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We compared two most popular isoform abundance estimation pipelines, tophat+cufflinks and bowtie2+eXpress, in terms of reproducibility. As shown in Figures S1, S2 and S3, both pipelines can generate reproducible isoform abundance in two replicates of three ENCODE (1) human cell lines, i.e., GM12878, H1-hESC and HeLa-S3. 
